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In this study, by using environmental DNA (eDNA), environmental RNA EeRNA),
and stress hormones (cortisol), we tried to develop the method for assessing the risk of biological
mass death and the predictive monitoring in aquatic ecosystems. Lake Shinji as our main field is a
shallow oligohaline lake on the coast of the Sea of Japan. The samples for eDNA, eRNA, and stress
hormone were accumulated at 14 sites/month throughout 3 study years. In addition, the optimal
storage method for water samples for eDNA was clarified. And, a method for collecting,
concentrating, and purifying eRNA was established. We also established the method for assessing the
amount of cortisol (stress hormone) released from the target organism under stress experimental
conditions. Based on these results, we believe that we have established the basic technology
necessary to perform the risk assessment of aquatic mass mortality.
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