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Elucidation of the relationship between intestinal microbiota, inflammatory
immunity and leaky gut in major depressive disorder.
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| Subject werel9 patients with Major depressive disorder and 50 healthy
controls.

Fecal sample were analyzed using two-step polymerase chain reaction (PCR) and next-generation 16S
rRNA gene sequencing. Intestinal permeability was evaluated using the lactulose / mannitol test.The
abundance of several bacteria were found significant differences, although, there was no difference
in intestinal permeability measured by Lactulose-Mannitol test between patients and controls.
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