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Development of analysis technology for protein aggregation and crystallization
in near-field area using localized light scattering

WAKAMATSU, Takashi

3,600,000

In protein crystallography, the crystallization of proteins is a main
bottleneck. We have developed a method and an apparatus for measuring forward light scattering at
small angle, induced by an evanescent wave under a total reflection, and evaluated protein
aggregation in pre-crystallization for a protein solution droplet. The demonstration shows that the
developed apparatus sensitively detects the aggregation process. This provides an analytical method
suitable for a hanging-drop-vapor-diffusion technique that is frequently used for screening and

production of protein crystals.
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