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Development of high-accuracy and low-cost DNA methylation detection method for
supporting epigenetics research
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In recent years, the importance of epigenetics has attracted attention in
many research fields related to life science. The basis of epigenetics research is to detect DNA
modification, i.e. DNA methylation. In study, we aimed to provide a novel DNA methylation detection
method as an important research tool to support epigenetics research. We have developed a new method

for detecting DNA methylation with high accuracy and low cost based on the capillary
electrophoretic separation method for sequence isomers of single-stranded DNA with same chain
length, which utilizes the difference in the proton dissociation properties of nucleobases.
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