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In this study, we aimed to elucidate how condensin, a key player of mitotic
chromosome condensation, drives chromosome condensation at molecular level. Research did not
progress as initially planned due to technical difficulties. However, we obtained the results
showing that the condensin-like Smc5/6 complex recognized chromosomal regions with accumulated DNA
positive supercoiling. This result is important for understanding the molecular function of Smc5/6.
It also implies that Smc5/6 can be used as a probe protein to measure the supercoiling state of DNA.
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