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Many of the protein X-ray crystallographic analyses are currently
performed at cryogenic temperatures to reduce the radiation damage. However, the obtained structures
are ambiguous in terms of temperature information. In this study, we applied the humid air and
glue-coating (HAG) method, which was initially developed as a protein crystal-mounting method
applicable to noncryogenic X-ray crystallography, to thermodynamically analyze the conformational
change of the cofactor in noncryocooled crystals of bacterial copper amine oxidase. The
temperature-controlled HAG method provides a technique for thermodynamic analysis of conforma-
tional changes occurring in protein crystals that are hardly scrutinized by conventional cryogenic

X-ray crystallography.
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Humid Air and Glue-coating method
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