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The general transcription factor TFIID is involved in the regulation of 90%
of the expression of all genes and plays a central role in transcriptional initiation. However,
since it is a complex of 15 subunits with a molecular weight of 1 MDa, its high-resolution
three-dimensional structure has not yet been analyzed. We have established a large scale
purification method for TFIID and its five interacting factors. The next problem is the mixing order

of factors. Based on a new index of molecular evolution developed recently, we have come up with
the idea of mixing factors in the order in which they were born during evolution. In this study, we
performed A. Crystallization and crystal structure analysis of TFIID, B. Molecular evolutionary
anal¥sis, and C. Reconstruction and three-dimensional structure analysis of TFIID-containing
complexes.
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