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Attempt to detect and analyze epithelial mesenchymal transition in demosponges
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The original attempt to detect and analyze epithelial transition of
choanocytes turned out to be technically difficult. Thus, we cloned wo Classical Cadherin genes of
Ephydatia fluviatilis, and tried to raise polyclonal antibody of a Classical Cadherin using a
recombinant protein as antigen but could not succeed. On the other hand, we focused on the process
of gemmule formation in which we expected the epithelial mesenchymal transition of choanocytes might

occur. We had established the condition in which the formation of a gemmule per individual juvenile
sponge could be induced and could process synchronously. Then we performed RNAseq as international
collaboration. Periluminally analysis showed differentially expressed genes during gemmule
formation. Thus, this data could be used as the basis for further molecular analysis of not only for
EMT of choanocyte but for gemmule formation.
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