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This study tried to elucidate which genes are involved in plants to induce
cell dedifferentiation upon wounding stress. We focused on wound-inducible transcription factors and
did comprehensive transcriptome analyses after injuring and after induction of the transcription
factor. The results revealed that gene expression of other transcription factors known to be
involved in tissue regeneration under tissue culture conditions are regulated by the transcription
factor. Plus, genes involved in vascular bundle formation and disease response are regulated by the

factor.
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