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Construction of reference database for DNA taxonomy of aquatic
macroinvertebrates

KATO, MIKIO

3,900,000

DNA
DNA 4
DNA

DNA

DNA DNA
DNA DNA
DNA

DNA information, associated with properly identified specimen databases, is
mandatory for studies on species identification by DNA barcodes, metabarcoding of biota, and
environmental DNA (eDNA) analyses. In addition, high-resolution digital images of well-characterized

specimens are useful for morphology-based taxonomy. We have isolated the genomic DNA of Japanese
aquatic macroinvertebrates that were stored at Riverine Metagenomics laboratory of Osaka Prefecture
University, and determined the partial coding regions of 18S rRNA, histone H3, and mitochondrial
cytochrome c oxidase subunit I (COIl) genes. Through this work, digital data (photographs and DNA
sequences) of aquatic macroinvertebrates inhabiting Japan along with their collection data have been
made available on the J-amir website (http://www._b.s.osakafu-u. ac.jp/~mkato/J-amir_home.htm). Our
collection is offering the reference for species identification by DNA barcodes and quick image
search of aquatic macroinvertebrates.
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Kei Wakimura, Mikio Kato

A preliminary release of Japanese aquatic macroinvertebrate references (J-amir) on internet web
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J-amir home
http://www.b.s.osakafu-u.ac. jp/~mkato/J-amir_home.htm




