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Identification of unknown factors involved in self-incompatibility reaction by
analysis of a radish self-compatible mutant
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A self-compatibility mutant of Brassica crops leads to the discovery of
unknown factors involved in self-incompatibility and the elucidation of new molecular mechanisms.
Therefore, the uniquely found self-compatibility radish mutant was analyzed in order to clarify
causes of the trait in the mutant. Results of the analysis of S haplotype, the nucleotide sequences
of known genes, their gene expression analyses and linkage analyses suggested that the examined
genes might not be involved in self-compatibility of the mutant. Another genetic analysis using SNPs

of the entire genome of the mutant detected new candidate loci considered to be involved in.
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