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Development of an efficient short truncated mutant screening system using
synchrotron-light irradiation and next-generation sequencing
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In this study, we verified the frequency of short deletions in the target
gene which was detected by a next-generation sequencer using a mutant population created by the
synchrotron radiation. The purpose of this study was to develop a simple and rapid method for
screening the functionally knockout mutant.

Unfortunately, in our experimental conditions, the frequency of mutation in the different X-ray
wavelength treatments could not observe a significant difference, and the mutation rate was about
the same as normal X-ray treatment.

In addition, it needs further improvements in detecting In-Del mutations from next-generation
sequencing data, and further research is needed to realize a rapid deletion mutation screening
system.
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