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Analysis of male sterility associated gene networks between mitochondrial and
nuclear genomes in the cultivated strawberry

Nagano, Soichiro

3,600,000

F1

In this study, we generated nucleus substituted lines with serial
backcrossing between wild and cultivated strawberries, and we identified candidate genes that can be
used as genetic marker for breeding male sterile lines through comparative genomic and
transcriptomic analyses between the normal and the male sterility lines. After extracting genome
sequences specific to the normal lines and narrowing them down with transcriptome analysis and the
pedigree structure, we found two genomic regions that are containing a single gene on each of the
chromosomes and frequently conserved in the normal lines. These homologous gene are also expressed
in the floral organ in the model plant Arabidopsis, and we designed markers to compare these gene
sequences and identify genes for restoration of sterility.
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