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Establishment of chromosome analysis methods and their application on genetic
resources and genome studies in tropical fruits
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Chromosomes of pineapple and pitaya, major tropical fruit trees, were
analyzed. We have established a technique for preparing chromosome samples by the enzyme maceration
method using seedlings for pineapple and cuttings for pitaya. In both fruit trees, the CMA + regions

of the chromosome were corresponded with those of DAPI-, and the 18S-5.8S-25S rDNA gene was located
in these regions. The positions of 55 rDNA were detecting in pineapple. The 5S and 18S-5.85-25S
rDNA sites were located on different chromosomes. In Pitaya, we examined interspecific and polyploid
differences in chromosomal configuration. At the chromosomal level, the differences between species
were extremely small.
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Hylocereus undatus Hylocereus costaricensis
No.
(%) i (%) i
185-5.85-25S
1 4.2+0.4 sm 4.5+0.3 sm
2 3.1+0.1 sm 3.5+0.3 sm
185-5.85-25S
3 6.1+0.3 m 6.2+0.2 m
4 5.8+0.3 m 6.0+0.1 m
5 5.540.1 m 5.74£0.2 m
6 5.4+0.1 m 5.5+0.1 m
7 5.3£0.1 m 5.240.1 m
8 5.2+0.1 m 5.1+0.1 m
9 5.0+0.1 m 4.9+0.1 m
10 4.9+0.1 m 4.8+0.1 m
11 4.840.1 m 4.840.1 m
12 4.6+0.1 m 4.6+0.1 m
13 4.5+0.1 m 4.5+0.1 m
14 4.440.1 m 4.5+0.1 m
15 4.3+0.1 m 4.4+0.1 m
16 4.240.1 m 4.0+0.1 m
17 4.1+0.1 m 4.0+0.1 m
18 4.0+0.1 m 4.0+0.1 m
19 3.940.1 m 3.8+0.1 m
20 3.7+0.2 m 3.7+0.1 m
21 3.5+0.2 m 3.4+0.2 m
22 3.2+0.2 m 3.2+0.2 m
Levan .(1964), m: ( [/ =1.0-1.7),

sm( / =17-30).
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