©
2017 2019

Development of a method to reduce deoxynivalenol in post-harvest forage corn by
mycotoxin-degrading bacteria.
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The reduction effect of a bacterial strain that degrades deoxynivalenol
produced by Fusarium head blight in a medium was verified in a corn field for feed. After 10 days of
silking stage, conidial suspensions of the pathogens were inoculated, and after 10 days, 10
degradative bacteria were inoculated into the bracts 4 times every 10 days (2017, Sapporo). The
grains were dried and ground to measure DON concentration.
The concentration of DON was 11.67 ppm in the untreated group, but was reduced to 2.53 ppm in the
inoculated group with Nocardioides sp. In addition, significant spraying effect was observed in 4
strains. When these 5 strains were repeated in 2018, 3 strains showed a significant reduction
effect, and these strains also showed a significant reduction effect in the 2019.
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2.
1 DON 1 DON (2017 )
2017 B DONEE (ppm) Bt DONEE (ppm)
Nocardioides sp. 5.27 +5.84* Nocardioides sp. 253+ 2.45*
_ Nocardioides sp. 6.90+ 10.58 Marmericola sp. 4.80= 6.76*
10 1 5 n_3 Nocardioides sp. 6.53+ 548 Sphingomonas sp. 5.27+531
DON Devosia sp. 6.17+ 3.38 LBl 5.60= 167
Nocardioides sp. 4.83 £3.97% YR2ANGHE 7.47 £ 8.17
Nocardioides sp. 8.97+225 BEK 5.73+4.15
DON 1167ppm Devosia sp. 373+ 34" f 1167+ 4.37
2.53ppm “RECERESY p00s - RECEREHY pool
1. 2. DON (2018 )
2018 = DONEE (ppm) = DONEE (ppm)
1 S) n=5 ) Nocardioides sp. WsNos2 ~ 4.73+6.70 v LBEEH 2.82+4.40
Devosia Sp. Nocardioides sp. 152 10.28+ 1.03 1 R2AEHY 510+ 743
SS5 Nocardioides sp. YMN1 Marmo- Devosia sp. SS5 0.87 = 0.84%* #Ek 479+ 473
ricola . MIM116 3 Nocardioides sp. YMN1 2.04 = 1.75%* EAE (EEHY) 5.97+4.26
DON 2 Marmoricola sp. MDI116 140+ 1.73% ming 0.30 £ 0.11
3 2019 ' “BETHRESY po0s - @ETHRESY pool
1 5 n=6
3. DON (2019 )
3.
3 ( ) D EHER-NER DONEE (ppm) g DONEE (ppm)
Devosia sp. 885 15.0 £ 0.36% 17.8+0.27
HEX
ON 3 Nocardioides sp. YMN1 155 0.27** ENE EEERY) 19.9 = 0.06
Marmericela sp. D116 16.4+ 0.32* = B 15.5+0.33
Marmoricola sp. MIM 116 % LBISH: 181021
DON v R2AKFHE 19.5+0.26
*tHETEREEZHY p<oos > tRETHRESHY p<001
2 4.
HHk® 2 R
1 Nocardioides sp. | Pseydomonas sp. Acinetobacter sp.  Kosakonia sp.
4.5. DON Nocardivides sp. | yeinetobacter sp. Enterobacter sp.  Stenofrohomonas sp.
Nocardioides sp. Acinefobacter sp
Devosia sp. Acinetobacter sp. Pseudomonas sp.
Escherichia Pseudomonas Nocardioides sp. - 4cinetobacter sp. Pseudomonas sp.  Burkholderia sp.
Nocardioides sp. | j4rinetobacter sp
Devosia sp. Acinetobacter sp. Pseudomonas sp.  Escherichia sp.
5.
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Nocardioides sp.
Marmeoricola sp.

Sphingomonas sp.

Enterobacter sp.
Pemreqa sp.

Enterobacter .

Psevdomonas sp.  Escherichia sp.

Enterobacter sp. Sphingobacterium sp.

Sphingobacterium sp. Stenotrophomonas sp.

Pseucdomonas sp.
Obesumbacterium sp.

¥ R2 AT Acinetobacter sp. Pseudomonas sp.
LBiEH: Klebsiella sp. Enterobacter sp.
BEK Acinetobacter sp. Rahnella sp.
o8] Actnetobacter sp.
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Bacillus ’
Enterobacter Bacillus sp. DF-69 20074 g 7% B t
6 Azospirillum sp. DF-66 201749 #Leg 64% B
' Enterobacter sp. DF-79 20085 ABSE 64% (=3
2 Pseudomonas sp. DF61 20174 #R 55% B2t
Kliebsiella sp.  DFss8 20085F  ABSE 55% =3 €3
r . Enterobacter sp. DF-89 20085 ABIA 55% 2 1
Brevibacillus 37
Paenibacillus
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Draft Genome Sequence of Deoxynivalenol-Degrading Actinomycete Nocardioides sp. Strain LS1, 2019
Isolated from Wheat Leaves in Japan
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