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The salivary genes of Nephotettix cincticeps essential for phloem ingestion

MATSUMOTO, Yukiko
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Nephotettix cincticeps,the green rice leafhopper, injects gelling and watery
saliva into plant tissues during the sucking process. Certain components within the saliva are
believed to interact with plant cellular constituents and play important roles in overcoming host
plant defense responses, however, little is known about that. Based on our previous analysis of the
salivary gland transcriptome and secreted saliva proteome of N. cincticeps, we screened the
candidate genes involved in phloem feeding. Knockdown of NcSP75 (N. cincticeps salivary protein 75
kD) by RNAI showed a significantly shorter duration of phloem ingestion, therefore, reduced the
longevity of treated nymphs, and reduced the number of deposited eggs and hatched nymphs. These
results suggest that the NcSP75 protein contribute to successful ingestion. In addition, NcLac5,
belong to multicopper oxidase family, was shown to be essential after molting (eclosion).
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