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Identification of virulence factor of brown planthopper against resistant rice

Kobayashi, Tetsuya
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Genetic mapping of the virulence gene of the brown planthopper against BPH1
resistance gene was performed using inbred lines of BPH biotypes. Progenies of biotypel (avirulent
to BPH1) and biotype2 (virulent to BPH1) were individually collected after evaluation of virulence,
then genome sequences were analyzed using NGS. SNPs common to virulent progenies were located within

the specific genomic region of BPH. Genes, non-coding RNAs and small RNAs in the genomic region
were analyzed to determine the virulence gene candidates against BPHI1.
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