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Biofilm samples were obtained from the bottom of a pond in Tsukuba city, and
the samples were divided into two. Only one sample was treated with DNase. Genomic DNA was purified
from a total of 6 samples, and the obtained DNA samples were subjected to Hiseq sequencing. The

sequencing results were manipulated according to the MetaWRAP pipeline.

As a result of assembling and Binning, Bins were obtained as expected. Some Bins were found to have
statistically significant abundances with and without DNase treatment. Also, we examined changes in
gene composition that did not depend on Binning, and revealed the existence of statistically
significantly different species with and without DNase treatment.
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MazF activation causes ACA sequence-independent and selective alterations in RNA levels in 2019
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