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Structure and function of pilus tip proteins of Lactococcus lactis
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i o Lactococcus lactis G50 (G50) is a plant-derived strain and potential
candidate probiotics. We determined the crystal structure of cell surface protein YwfG of G50 that

reacts with anti-G50 antibody. Our study revealed that YwfG exhibits a lectin structure with
specific binding affinity to mannose residues, particularly a 1,2-mannobiosyls. Furthermore, we
investigated the interaction between YwfG and yeast, which is coated with mannan proteins. Our
results demonstrated that YwfG induces yeast aggregation and that the G50 strain forms aggregates
with yeast, whereas the ywfG-disrupted strain does not, highlighting the role of YwfG in yeast

interaction. These findings provide novel insights into the structural and functional aspects of
YwfG-mediated mannose binding in the its ecological niche.
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