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Functional roles of initiator methionine tRNA

Hirota, Keiko

3,700,000

DNA MRNA TRNA

408 tRNA
tRNA

DNA mRNA TtRNA
tRNA
TRNA

Genetic information is transcribed into mRNA and translated into protein on
ribosomes, and finally, its function is exerted. In recent years, it has been reported that
knockdown of translation-initiating proteins exhibits longevity, implying a correlation between the
decrease in translation efficiency and lifespan extension. Translation initiation requires
association of the initiator methionine tRNA with the 40S ribosome containing the translation
initiation proteins. This study revealed that the initiator methionine tRNA 1Is methylated in
Caenorhabditis elegans and clarified its physiological function.
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Methylation level = 2(CT low - CT high)
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