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Biological implications of cells producing various soluble (pro)renin receptors

Nakagawa, Tsutomu

3,700,000
PRR
CHO PRR site-1 protease RTIL281 furin RKTR278
C Arg278 carboxypeptidase
C Arg278 PRR
PRR
PRR
PRR 3
PRR /

PRR

Using Chinese hamster ovary (CHO) cells exogenously expressing human (pro)
renin receptor (PRR) and cleavage site-specific antibodies, we found that the C-terminal Arg278
residue is removed by carboxypeptidase after stepwise cleavage of PRR by site-1 protease (RTIL281)
and furin (RKTR278). Heparin column chromatography showed that excision of the C-terminal Arg278
residue decreased the heparin-binding ability. It is possible that the multistep cleavage of PRR may

serve as a mechanism by which cells produce various soluble PRRs with different binding properties
to heparan sulfate proteoglycans on the cell surface.
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