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Search for responsible genes for beef marbling with gene expression analysis
using tissues from fatting cattle

HIRANO, Takashi
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It was attempted that a marbling gene was searched using longissimus muscle
tissues from every three individuals of Q and non-Q type iIn Marbling-2, which was QTL for marbling
in Japanese Black cattle. The expression analysis in these tissues was performed with RNA-Seq. Genes

were searched that expression differences were detected between Q and non-Q types, and between
non-Q type individuals with different marbling score. In the genes, polymorphisms were searched and
performed an association analysis with carcass traits, it was found to associate with carcass
weight, but not to marbling. Furthermore, from genes expressed in the longissimus muscle tissues, to
detect a marbling gene, polymorphisms of STRA6, that function in vitamin A (VA) uptake, were
searched and performed an association analysis. An amino acid-substituted SNP was associated with
marbling. The SNP was located near the VA transport pore and it was suggested that the SNP is
involved in marbling by affecting VA transport.
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