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Establishment of a strategy for generation of Orthobunyavirus expressing an
enhanced foreign reporter gene
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Although the Akabane virus (AKAV) expressing enhanced green fluorescence
protein, we previously generated, was able to detect infected cells iIn in vivo histopathological
study, its fluorescent signal was too weak to apply to in vivo imaging study. Here, we successfully
generated a modified reporter virus. The produced virus expressed higher intensity of eGFP
fluorescence both in vitro and in vivo than the original virus did. In addition, the virus was
pathogenic in mice at a comparable level to that in the original and wild-type virus. In the mice
infected with the virus, the fluorescent signals, i.e., the virus-infected cells, were detected in
the central nervous system using the whole-organ imaging. Our findings indicate that the modified
virus could be used as a powerful tool to help elucidate the dynamics of AKAV in vivo.
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