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Molecular analysis of infectious properties caused by coexistence of
pestiviruses with different innate immune regulation within viral strains
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Bovine viral diarrhea virus, which is the prototype of pestivirus, is
divided to two types: innate immunosuppressive (E+) and inducible (E-) types. Each type was
reisolated from some viral strains of BVDV-1 and BVDV-2, respectively, and the whole genomes of
these viruses were compared. As a result, there are substitutions in 3 nonstructural viral protein
regions between these types, and Npro was likely to be responsible for the innate immune response.
Superinfection of E+ and E- viruses on cultured cells had result the biological phenomenon caused by

each virus to disappear, but each virus had maintain the infection while suppressing each other"s
innate immune regulation and virus replication. The establishment of interferon receptor knockout
cells in this study might reveal in detail the direct viral interactions between E+ and E- viruses
that coexist in virus strains.
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END(-) of bovine viral diarrhea virus supports the propagation of END(+) in the situation where host"s innate immune
response is induced
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