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Comprehensive screening for genes involved In photoperiodic diapause regulation
of lepidopteran insects
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The present study aimed to screen for genes involved in photoperiodism
(photoperiodic responses) of the Chinese oak silkmoth Antheraea pernyi and the silkworm Bombyx mori,
which are models for the study of insect photoperiodism. We comprehensively compared the gene
expression profiles in the brain between the short-day stimulation group and the long-day
stimulation group by nest-generation sequencing, and searched for genes that show expression
fluctuations in response to changes in day length. Then, to narrow down and identify the target
genes, we performed RNAi-mediated gene knockdown experiments on the candidate genes obtained in the
first screening. As a result, we obtained genes that might be involved in photoperiodism: two genes

in Antheraea pernyi and two in Bombyx mori.
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