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Finding of the pathogenic toxin inhibitor and its application to the prevention
of infectious diseases
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Probiotics are non-pathogenic microorganisms that, when administered in
adequate amounts, exert health benefits on the host. In our laboratory, we have isolated over than
1000 probiotic strains from plant sources and determined various functions against human pathogens.
As a result, a biosurfactant produced by Lactobacillus reuteri BM53-1 strain isolated Actinidia
polygama shows significant inhibitory assay against toxic shock syndrome toxin from S. aureus
TSST). Moreover, the gene expression of extracellular toxins significantly reduced as well. We have
screened the effect of 11 plant derived LAB strains on the adhesion of Caco-2 cells by pathogens. It

was revealed that EPS produced by Lb. plantarum SN35N and TS-inhibitor from BM53-1 showed
significant inhibition rates against adhesion of pathogens on Caco-2 cell. Further, the same
probiotic strains were screened for IL-8 suppression assay in vitro. As a result, TS-inhibitor was
found to be most inhibitory against IL-8 production.
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