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Transcriptome analysis was performed on multidrug-resistant K. pneumoniae
Em16-1. Compared to the parental strain ATCC10031, forty-four genes were significantly up-regulated.
In the mutant strain Em16-1, we observed elevated expression of kdrAB as well as kexD. Therefore,
it is highly possible that the expression of kdrAB is self-controlled by itself. Increased
expression of genes related to phosphate transport and phosphate utilization was observed in Eml6-1.
Increased expression of the enzyme gene arnBCADTEF, which synthesizes 4-amino-4-deoxy-L-arabinose
from uridine diphosphate glucuronic acid for LPS modification, was also observed.
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Gene ID Gene Log fold Description
Name change
KPN_RS11125 10.493 [Hypothetical protein gene in upstream of kexD
KPN_RS11120 kexD 5.493|RND-type multidrug efflux pump, kexD
KPN_RS11140 kdrB/crrB 4.639 Response regulater gene of two component reguratory
system
KPN_RS11135 kdrA/crrA 2173 Histidine kinase gene of two component reguratory
system
KPN_RS01550 phnD 6.729 phosphonate transport system substrate-binding
protein gene, phnEDC operon
KPN_RS01555 phnC 5566 phosphonate transport system ATP-binding protein
gene, phnEDCoperon
KPN_RS11115 5.022 putative GNAT family N-acetyltransferase gene in the
downstream of kexD
a-D-ribose 1-methylphosphonate 5-phosphate C-P lyase
KPN_RS24215 phnJ 4.875 gene, phnFGHIJKLM operon
KPN_RS01540 phnE 4.392|phosphonate transport system permease protein gene
KPN_RS10400 3.553|Hypothetical protein gene
2-aminoethylphosphonate transport system ATP-
KPN_RS21310 phnT 3.297 binding protein gene, phnSTUV operon
UDP-4-amino-4-deoxy-L-arabinose-oxoglutarate
KPN_RS20780 arnB 3.279 aminotransferase gene, arnBCADTEF operon
KPN_RS16830 sfnC -2.222|putative FMNH2-dependent monooxygenase sfnC gene
KPN RS16825 <suA 3 2947 allpha!tlcsulfonateABC transporter substrate-binding
- - protein
peptide/nickel transport system ATP-binding protein
KPN_RS10830 ddpD 2314 gene, possibly KPN_RS10880-10895 operon
KPN_RS10885 gsiD 2 2,634 ABC transporter permease, possibly KPN_RS10880-
10895 operon
) sugar ABC transporter ATP-binding protein, possibly
KPN_RS03445  |xy/G_2 2:465)\ PN_RS03435-03450 operon
KPN_RS21095 yhjX -3.546|MFS transporter
KexD

KdrAB
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