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Development of drug discovery method to increase the success rate of drug
repositioning drug discovery

NAKASHIMA, Mikiro
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We applied the comprehensive analysis method of mRNA variation in human
liver tissues after administration of a drug to chimera mice with highly humanized liver (toxicity
of liver examination method:T-LEX method) to a screening search for drug repositioning (DR). We have

developed a new candidate drug discovery method for highly effective DR drug discovery. As a result
of experiments using disease model animals, we found liver fibrosis-suppressing effect as a new
pharmacological effect of an already-approved drug (Drug X) whose safety and pharmacokinetics in

humans have been sufficiently proved, and applied for a patent.
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