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Target gene specificity of transcription factors involved in environmental
stress response
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In response to oxidative, xenobiotic stresses and cellular dysfunction,
cells turn on a battery of cytoprotective genes to cope with them. These stress responses are
regulated in part by various combinations of heterodimers composing bZIP transcription factors, CNC
(Nrfl, Nrf2, Nrf3, p45 NFE2) and small Maf proteins (MaffF, MafG, MafK). In this study, we
established a new assay system, which allows us to analyze the function of each CNC-sMaf dimer
specifically without interference from other endogenous CNC-sMaf dimers or sMaf homodimers. Using
this system, together with next generation sequencing analyses, we have clearly shown that
Nrfl-MafG and Nrf2-MafG heterodimers show different target gene specificity, while they bind to the
same DNA sequences.
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