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Regulation of male germ cell differentiation by selective mRNA export
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The aim of present study was elucidation of the role of “ selective mRNA
export” for differentiation and development of male germ cells. To this end, the usefulness of a
newly developed method for identification of target mRNA was evaluated. ES cell lines harboring mRNA
exporter-base modifying enzyme fusion TGs were established. By using these ES cell lines several TG
mouse lines were also established, however, it turned out that the TGs were only poorly expressed
in testicular tissues, indicating further optimization of the expression system iIs required to fully

exploit the system for future analysis.
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