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In this study, we examined molculer basis of of Cebpa transcriptional
repression by mast transcription factors.The simultaneous KD of PU.1 and GATA2 in mast cells
resulted in a significant reduction of the Cebpa expression compared to that in the cells
transfected with GATA2 siRNA. Furthermore, deletion of GATA2 resulted in increased PU.1 binding in
the downstream of Cebpa gene. We then examined the changes in histone modifications after deletion
of GATA2. The GATA2 deletion increased the acetylation of histone H3 at the gene body and downstream

of Cebpa gene. CBP functions as a coactivator for PU.1. However, inhibition of acetylation with
P300 inhibitor (A-485) did not increase the binding of PU.1 in the downstream of Cebpa gene. These
results suggest that in the up-regulation of Cebﬁa by GATA2 deletion in mast cells, PU. 1 may be
involved in the rapid up-regulation of Cebpa rather than trigger the onset of expression.
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