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This_study was designed to investigate whether protein phenotype analysis
via preoperative biopsy specimens and mutation status analysis via surgical specimens could
determine surgical margin distances and predict clinical outcomes. The findings of the study
accurately predicted clinical outcomes using formalin-fixed, paraffin-embedded biopsies or surgical
specimens, except in patients with HPV-associated SCC. We categorized TP53 mutation as p53 protein
phenotype 2+, lost as p53 adverse functions, TP53 wild-type and TP53 mutation as p53 protein
phenotype +, and + as p53 favorable functions. As a result, p53 adverse functions remained an
independent prognostic factor for overall survival, local control, and distant metastases-free
survival in enrolled patients. Moreover,local recurrence rates after adequate surgical margins were
higher.Therefore, larger surgical margin distances were required for patients.
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TPS53 PI3CK Hras AKT
plé+ 54 23 43% 3 6% 1 2% 0 0%
plé- 272 185 68% 20 7% 8 3% 13 5%
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Local resurrence rate after compleat resection

NED Local recurrence
Adverse p53 88 23
Favorable p53 88 10
p=0.0375
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