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Improving the detection rate of lung cancer using sputum sample

Minami, Yuko
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The aim of this study was to develop a new diagnostic method using sputum
sample that contained with tumor cell used for morphological diagnosis but also the fragment of
nucleic acids from tumor cell. DNA was extracted from the collected 611 cases of sputum. Among 611
samples collected, 15 samples including 5 adenocarcinoma (Class IV and V), 5 squamous cell carcinoma

(Class IV and V), and 5 non-neoplastic diseases (Class I or 1l1) were examined by amplicon sequence.
More than 6600ng DNA could be extracted from each case. As results, we found oncogenic mutation in
9 loci of 8 oncogenes of ALK, KDR, PTEN, KRAS, FLT3, RB1, TP53, and ABL1 in adenocarcinoma and
squamous cell carcinoma in each, and found that age and the number of gene mutations showed a
positive correlation. As conclusions, it was possible to extract DNA from sputum that can withstand
genetic analysis, and the analysis of many cases has showed the possibility of detecting gene
mutations that can predict carcinogenesis.
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