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We determined the complete genome sequence of the Bacteroides fragilis
GA192214, a strain intermediately resistant to carbapenems. The GA192214 chromosome had a unique
region, including erythromycin-, tetracycline resistance genes, and an uncharacterized class D
-lactamase gene. Recombinant class D B -lactamase in Escherichia coli significantly degraded
ampicillin (64-fold higher MIC than that of the negative control strain) but did not degrade
carbapenems. The recombinant enzyme in B. fragilis also did not degrade carbapenems. Other genomic
approaches are needed to identify other factors contributed to carbapenem intermediate resistance in
the GA192214 strain.
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