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Pathophysiology evaluation and biomarker development of kidney disease based on
saliva and oral microbiota analysis
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Currently, kidney disease continues to increase. Complications contribute to
poor prognosis, poor health and longevity, and increased medical costs.
The purpose of this study is to identify new early-diagnosis biomarkers for kidney disease.
Using saliva (oral bacteria), stool (intestinal bacteria), blood, and urine as samples, bacterial
flora analysis and chiral amino acid analysis were performed. We have identified new biomarker
candidates for kidney disease. In the future, we will confirm its usefulness by comparing it with
existing biomarkers.
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