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Development of a method to predict the severity of nonalcoholic fatty liver
disease by exosomal microRNA

Yoneyama, Hirohito
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For the purpose of identifﬁing biomarkers useful for prognosis of NAFLD,
exosomal microRNA (exo-miRNA) was extracted from the serum of patients, and comprehensive analysis
was carried out using oligo chips loaded with thousands of miRNAs. As a result, several exo-miRNAs
that correlate with NASH development were identified. However, when these were quantified by RT-PCR
and their correlation with NAFLD severity was examined, no significant correlation was shown.
Analysis of the cause revealed that the patient®s body composition profile was heterogeneous. It has

been speculated that body composition is deeply involved in the development of NASH. Therefore, we
are currently analyzing exo-miRNAs by body composition type to identify exo-miRNAs involved in NASH
development.
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