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Comprehensvie analysis of association between diabetes and pancreatic cancer
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In a multi-institute case-control study of pancreatic cancer, individuals
with a history of diabetes had approximately 3-fold increased risk for pancreatic cancer compared
with those without. In Mendelian randomiaztion analyses, genetically determined hemoglobin Alc
levels were shown to be signicantly associated with pancreatic cancer risk. We also found that
diabetes and pancreatic cancer share genetic susceptibility factors when comparing the SNPs that
were identified in the genome-wide association studies (GWASs) for both diabetes and pancreatc

cancer. Clarification of the relatioship between diabetes and pancreatic cancer contributes to
pancreatic cancer etiology and prevention.
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