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Comprehensive search of anthropozoonotic bacteria isolated from oral cavities of
therpy dogs and their owners
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Quality of life

We compared therapy dogs and their owners for oral microbiome as a model for
bacterial transmission between therapy dogs and people who receive animal-assisted therapy by using
the MALDI-TOF MS system and next generation sequencer.

Unweighted principal coordinate analysis of the abundance rate showed definite clustering among NC
group, dog owners, and their dogs. Bacterial flora in oral cavities of dog owners showed diversity
higher than those of NC group. Staphylococcus schleiferi was isolated from a pair of the dog owner
and the owner’ s dog. The sequencing analysis for the 16S rDNA of these Sta. schleiferi isolates
showed the 100% similarlity. We detected B. zoohelcum in oral cavities of therapy dogs in close
contact with older people residing in nursing homes. We have provided information on dog-assisted
therapy to improve the relationship between humans and animals in aging societies, particularly for
preventive healthcare of older people living in nursing care facilities.
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