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Immunohistochemical analyses of candidate hypothermic markers in human forensic
samples
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We have analyzed the murine transcriptome of heart, lung, liver, adrenal
gland, kidney killed by hypothermia using DNA microarray technology. These analyses indicated
several candidate genes as forensic biomarkers of hypothermia. Expressions of these factors were
investigated in human samples, with immunohistochemical methods. In addition, correspondence
analysis was applied to murine DNA microarray datum of approximately 200000 genes.

Correspondence analysis demonstrated that both the increased and decreased genes affect the
pathophysiology of the 5 organs. And, immunohistochemical expressions of lungs and adrenal glands
would be useful in human forensic practices.
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