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Development of the forensic methylation panel to estimate the physical stress,
age and body fluid type

HASHIYADA, Masaki
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The association of the ATP10A gene was suggested by genome-wide methylation
analysis in the case of sudden infant death. Furthermore, methylation analysis of 16 CpG sites of 8
genes (ELOVL2, CCDC10, Clorfl, FHL2, ASPA, F5, KLF14, PDE4C) could estimate the age of the donor
within + 6 years. Finally, the "Methylation Panel™ which could analyze these at once was
established.
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Plug-in: Methylation Analysis
Amplicon CpG
(http://dx.doi.org/10.1371/journal .pone.0147973)
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SID vs HLA
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SID vs 4 SID vs i SIDvs BRE SID vs ¥roAE
TargetlD Chr Gene_Mame TargetlD Chr Gene_Name TargetlD Chr  Gene_Name
cg26181139 6 HLA-CHLA-C [cg24184919 3 cgl6235707 5§ 1QGAPZ
cg04665049 14 HEATR4 cg09501102 8 cgl0788927 21 COLGAT
SID vs cgl0788927 21  COLBA1 cglB6032134 15 ATPIOA cgl1978703 17 ABR
cg00540295 9 FAMGYB cgl 5396877 1 cg06746440 12
1QGAP2  LMX1B cgl4293899 14 cg0B986850 5  ERAPI cg27281836 11  FOLHI:
MSRA  PTPRN2 Increase cg16032134 15 ATPI0A cg23622128 1 c01127608 8  LMXIB
DENND3 cgl4B89167 5 FSTL4 cg09016840 16 cgl6032134 15 ATP10A
cg09501102 8 cg07336544 10 KCNMAT cg22237485 1
cgl1089291 11 PLEKHA? cglB346634 1 OPRDI cg03544800 1 DNTTIPZ
cg06282596 10 SORBSI cg06082520 3 RSRCI cg26077133 8  MSRA
TargetlD Chr Gene_Mame TargetlD Chr Gene_Name TargetlD Chr  Gene_Name
cg04083966 1 MYBPH cg03071582 6 cg05210213 10
SID SUbD cg21234082 9 DABZIP cgl5518264 2 NMS cgl2745536 7 PTPRNZ
cglB669402 3 ITPRI cgl8021882 20 ITPA cg07895205 1 BCAR3
cgl4243991 12 ANO2 cg0B514194 21 KRTAPI2-4  [cg20285224 22 RFPLIS
Decrease |cgD1157718 6 cg25192647 6 PARK2 cg04083966 1 MYBPH
cg00813770 5 THCA cg04054322 8 cgl0224997 6
cgl10121087 12 PRHI cgl0360725 8 cg03568595 20
cg21212401 9 EXD3 cgl4457452 8 CDKSRAPZ  [cgli307715 8  DENND3
cgl9364778 15 cg03237181 2 STEAP3 cg00813770 5 TBCA
cgl0713875 19 cg20865618 7 cg04737440 2
B SID vs SUD[15yr] SID vs RHPIRE M0
TargetlD Chr Gene_Name TargetlD Chr Gene_Name
cg26077133 8 MSRA cg01724587 4 IGFBP7-AS1
ATP10A cgl2657416 9 FAMGIB cg21886864 11 0ODZ4
SID vs SUD cgl4293999 14 cg21598488 2
cgl1013605 3 cg25388939 7 LOCE46762
cgl9154850 1 cg00449715 7  GRYGN
ATP10A Increase cg04399443  § cE0BBETAA0 X WWCE
ATPase v cgl6343465 6 cgl5009443 5
cg02009399 10 CACNB2 cg0B514194 21 KRTAP12-4
10A cpl1128983 5 CPLX2 cgl9384241 2
cg0BB56318 10 Cl10orfl0 cgl 5366524 14
TargetlD Chr Gens_Mame TargetlD Chr  Gens_Name
cgl4152141 1 cg00939408 20 EYAZEYA2
cgl5329552 15 cg05248234 17 FSCN2
cgl1835544 7  PTPRNZ cg27114706 12
cgl8075548 11 cgl6032134 15 ATP10A
Decrease |cgDI157718 6 cg22237485 1
cgl3072209 6 SLC22A23 cg01740135 X PPPIR2PY
cgO0B69309 19 ZNFB3S cg21046080 12 GPR133
cg05006879 12 GELA1 cgl2074150 2
cgl7248267 2 FEZ2 cp24184919
cg05125667 10 GHSTS cg25285484 16 ZNF597
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