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Development of a DNA methylation-based body fluid-specific genotyping method
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The aim of this study is to develop a body fluid type-specific genotyping
method using each body fluid-specifically (un)methylated CpGs and their neighboring SNPs. We first
identified various candidate regions for semen-, blood-, or saliva-specific genotyping using the
genome-wide methylation data. We finally demonstrated that the simultaneous detection of methylation

status and SNPs in several candidate regions could identify each body fluid-specific SNP type from
body fluid mixture samples.
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