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Functional analysis about novel gene which was extracted from gene analyses
using gene expression data of epithelial-mesenchymal transition (EMT) genes and

drug sensitivities of antitumor agents
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Epithelial-Mesenchymal transition (EMT) is one of the important mechanisms
in cancer invasion and metastasis. Expression levels of EMT genes are also expected to predict
cancer prognosis and drug sensitivity. In this study, we investigated a novel gene related to EMT.
We analyzed expression databases of cancer cell lines and cancer tissues and identified LIX1-like
(LIX1L) gene, which had strong correlation with well-known EMT genes. We knocked out LIX1L
expression of colon cancer cell lines with CRISPR/Cas9 system and investigated their
characteristics. We did not find out significant differences between LIX1L-wild type and -knock out
cell lines in expression levels of EMT genes, motility and invasion ability with colon cancer cell
lines. We continued verification experiments about drug sensitivity to anticancer agents. We are
also looking into novel correlation between LIX1L and another genes by microarray.
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