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Identification of enhancer regions associated with carcinogensis of colorectal
cancer

Harada, Taku
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We aimed to identify enhancer regions, epigenetic alterations of which are
associated with carcinogenesis of colorectal cancer (CRC). Our genome-wide methylation analysis of
normal colon mucosa reveal one enhancer region increased DNA methylation level in normal colon of
high risk patient of CRC. Several oncogenes were located in this region and aberrant DNA methylation
was associated with expression of these genes. Our result suggest that DNA methylation of enhancer
regions were useful for predicting carcinogenesis of CRC.
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