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Role of novel transcription cofactor Cl4orf43 in the molecular mechanism of
MR-sensitive hypertension
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In order to elucidate the mechanism of mineralocorticoid receptor
activation, we identified a novel transcription cofactor, Cl4orf43, by a biochemical approach with
LC-MS/MS analysis. Cl4orf43 is a novel co-repressor of MR, and it is considered that Cl4orf43
negatively regulates MR transcription through histone deacetylation, ubiquitination, DNA
methylation, etc. We also succeeded in creating a Cl4orf43 knockout mouse using genome editing
technology.
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