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Elucidation of the role of glial cell in tau transmission and axonal
degeneration in Alzheimer®s disease and targeted therapy with glial cell
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Since exosomes cross the blood-brain barrier, we extracted exosomes from the
peripheral blood of APP-KI mouse models of Alzheimer®s disease (AD) and attempted to detect toxic
turn AB 42 by dot blotting with success. We extracted microRNAs (miRNAs) from these exosomes and
compared AD and wild-type mice by next-generation sequencing, and found that only one miRNA was
up-regulated and five miRNAs were down-regulated. These potential blood-based biomarkers may lead to
earlier diagnosis as well as new targets for AD treatment. Further analyses using human samples are
now under way.
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Fig. 1) Microglial staining with Ibal.
A: Wildtype, B: APP-KI Scale bars =100 pm
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Fig. 2) Double-staining for Ibal (red) and 11A1 (green) with DAPI (blue) .
A: Wildtype, B: APP-KI Scale bars =20 nm
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Fig. 3) Double-staining for P2RY12 (red) and 11A1 (green) with DAPI (blue).
Scale bars = 50 nm
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Fig. 4) Dot blotting assay of toxic turn Ap .
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Fig. 5) Profiling of the miRNA expression in APP-KIT and wildtype mouse exosomes.
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Fig. 6) The results of an enrichment analysis using the bioinformatics database DAVID.
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