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Elucidation of causal genes of monogenic diabetes and it applies to the medical
treatment
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We searched for the causative gene using a new method such as whole exome
sequence analysis in a diabetic family with suspected single gene abnormality as the cause of
diabetes. We reported that the mutation in the intron is also important as a cause in the insulin
gene. Moreover, we reported that in the ABCC8 gene, in addition to activation mutations,
inactivation mutations that are known to cause hypoglycemia due to hypersecretion of insulin are
also important for the cause of diabetes.
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