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RUNX1 gene is frequently point mutated or chromosomal translocated in
acute leukemia and myelodisplasia. RUNX1 is essential for definitive hematopoiesis in fatal liver
and plays a role in hematopoietic development in adult. RUNX1 acts as a transcription factor and
regulates gene expression related to hematopoiesis, however regulation of RUNX1 itself has not been
elucidated fully. Thus, we identified CRP1, a novel binding factor of RUNX1 and found that it
repressed transcriptional regulation by RUNX1. In this research project, we analyzed the mechanism
in which CRP1 affected to RUNX1 function and the effect of CRP1 on hematopoiesis regulated by RUNX1
in gene-modified mice. In addition we performed an establishment of a screening system to search
compounds which can block the interaction between RUNX1 and CRP1.
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