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Comprehensive detection of viruses in pediatric patients with severe infectious
diseases using next-generation sequencing
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Next-generation sequencing (NGS) has been applied to the diagnosis of

infectious diseases. The present study aimed to comprehensively analyze potential pathogenic viruses
using NGS in clinical samples obtained from pediatric patients with severe diseases including
fulminant hepatitis, myocarditis, and pneumonia. DNA and RNA sequencing libraries were prepared
using extracted nuclear acids from clinical samples and then analyzed by NGS. Viral sequence reads
were detected in 2 and 6 serum samples obtained from 14 fulminant hepatitis patients and 17
myocarditis patients, respectively. On the other hand, bronchoalveolar lavage fluid samples were
used to detect viral pathogens in severe pneumonia, and viral sequence reads were detected in 7 of
the 10 patients. Among them, enterovirus D 68 was detected in 2 patients. These data indicate that
comprehensive detection of virus-derived DNA and RNA using NGS can be useful for the identification

of pathogenic viruses in infectious diseases.
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