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The molecular pathogenenesis of pediatric acute lymphoblastic leukemia through
the understanding of clonal artitectures
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For the purpose of identifying of 1g/TCR rearrangements in acute
Iymphoblastic leukemia (ALL), a comprehensive analysis of rearrangements using target-capture
sequencing was performed, and in addition to the rearrangements used for the measurement of minimal
residual disease, an extremely large number of rearrangements were detected. A time-course study of
relapsed B-ALL cases suggests that the time to relapse, clonal diversity at the time of initial
diagnosis, and depth of remission contributed to clonal changes. Understanding the clonal structure
was considered important for understanding the pathogenesis of ALL and monitoring after treatment.
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