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Investigation of the role of HLA-A in the pathogenesis of autoimmune vitiligo
and regulatory mechanism of HLA-A expression
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Vitiligo is an autoimmune disease targeting skin melanocytes. The
pathogenesis for vitiligo, including why the immune tolerance to melanocytes is broken or what the
risk factor for vitiligo is, is still unclear. Previous study for Japanese patients with vitiligo
revealed that the risk of vitiligo iIs associated with several single nucleotide polymorphisms (SNPs)

located near HLA-A, which is closely associated with the immune response to melanocytes. In current
study, the expression level of HLA-A mRNA of peripheral lymphocytes was higher in in patients with
high risk SNP than without these SNPs (P=0.065). This finding suggests that higher level of HLA-A
expression on the cell surface of lymphocyte facilitates the recognition of melanocyte related
antigen, may lead to the disruption of immune tolerance and development of autoimmune response to to
melanocytes.
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